
Geuvadis	
  

24	
  Test	
  samples	
  
	
  
	
  

Marc	
  Sultan	
  



Bam Sample 
All reads, 
M Mapped, M Mapped, % Unique, M 

On exons, 
M 

On exons, 
% 

HG00096.1.M_111124_6_sorted.bam HG00096 62.2 53.0 85.2 46.0 40.0 87.1 
HG00101.1.M_111124_4_sorted.bam HG00101 64.6 52.7 81.7 46.6 39.1 83.9 
HG00117.1.M_111124_2_sorted.bam HG00117 136.2 108.6 79.7 92.6 81.3 87.8 
HG00127.1.M_111124_2_sorted.bam HG00127 89.9 74.0 82.3 65.0 56.4 86.7 
HG00149.1.M_111124_6_sorted.bam HG00149 74.4 61.5 82.6 52.9 44.9 84.9 
HG00158.1.M_111124_8_sorted.bam HG00158 71.3 57.2 80.2 49.9 44.6 89.4 
HG00278.1.M_111124_5_sorted.bam HG00278 54.6 46.0 84.3 39.3 36.4 92.5 
HG00343.1.M_111124_5_sorted.bam HG00343 85.9 72.0 83.8 63.0 54.9 87.2 
HG00355.1.M_111124_8_sorted.bam HG00355 72.0 60.5 84.1 52.6 45.8 87.1 
HG00359.1.M_111124_6_sorted.bam HG00359 75.1 61.3 81.7 54.2 48.2 88.8 
HG00371.1.M_111124_3_sorted.bam HG00371 60.8 50.6 83.1 43.8 39.6 90.3 
HG00383.1.M_111124_1_sorted.bam HG00383 76.8 64.4 83.9 56.2 49.9 88.9 
NA06986.1.M_111124_7_sorted.bam NA06986 61.0 52.6 86.3 44.5 39.5 88.8 
NA11881.1.M_111124_5_sorted.bam NA11881 79.8 66.4 83.3 56.4 51.7 91.6 
NA11892.1.M_111124_2_sorted.bam NA11892 59.6 49.7 83.4 42.0 37.5 89.4 
NA18519.1.M_111124_3_sorted.bam NA18519 59.3 48.3 81.5 41.2 37.2 90.4 
NA19095.1.M_111124_8_sorted.bam NA19095 75.0 62.4 83.2 54.2 48.9 90.3 
NA19235.1.M_111124_6_sorted.bam NA19235 84.4 69.8 82.7 60.7 55.1 90.8 
NA20519.1.M_111124_5_sorted.bam NA20519 87.1 72.7 83.4 62.7 54.8 87.5 
NA20525.1.M_111124_1_sorted.bam NA20525 66.3 55.5 83.8 47.7 42.9 90.0 
NA20527.1.M_111124_6_sorted.bam NA20527 83.3 70.3 84.4 61.2 53.2 86.9 
NA20540.1.M_111124_2_sorted.bam NA20540 52.9 43.3 81.9 37.1 33.2 89.5 
NA20811.1.M_111124_5_sorted.bam NA20811 55.9 47.1 84.2 41.3 35.8 86.6 
NA20826.1.M_111124_1_sorted.bam NA20826 67.6 55.9 82.8 48.3 44.2 91.7 
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  reads	
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Sample GC, 
% Dup, % Unique 

Positions 
Insert 
size 

CDS Exons, 
reads/Kb 

5'UTR Exons, 
reads/Kb 

3'UTR Exons, 
reads/Kb 

Intronic 
region, reads/

Kb 

TSS up 
1kb, 

reads/Kb 

TSS up 
5kb, 

reads/Kb 

TSS up 
10kb, 

reads/Kb 

TES down 
1kb, reads/

Kb 

TES down 
5kb, reads/

Kb 

TES down 
10kb, reads/

Kb 

HG00096 49 60.6 45969513 167 537.8 256.7 366.5 3.2 5.7 3.0 2.6 13.9 7.0 4.6 
HG00101 49 47.8 46591201 169 556.1 231.3 347.5 4.2 5.7 3.2 2.8 15.3 7.6 5.1 
HG00117 50 61.1 92591114 156 1139.5 497.0 731.6 5.8 10.9 5.6 4.8 31.2 14.3 9.4 
HG00127 49 66.3 64971963 148 837.6 323.2 464.3 4.6 7.9 4.2 3.6 20.5 10.0 6.6 
HG00149 50 54.4 52884399 157 659.1 260.3 377.6 4.4 7.0 3.7 3.1 18.2 8.5 5.7 
HG00158 48 69.2 49854043 156 637.7 266.2 381.3 2.7 5.3 2.8 2.4 14.0 6.9 4.6 
HG00278 50 69.2 39317737 156 499.9 234.0 311.0 1.4 5.0 2.1 1.8 10.6 4.8 3.2 
HG00343 49 68.0 62985306 156 835.3 309.1 424.1 4.4 7.6 3.8 3.2 17.6 8.5 5.7 
HG00355 49 67.0 52615664 156 677.7 263.7 372.4 3.7 6.1 3.2 2.7 15.6 7.5 5.0 
HG00359 49 56.5 54234998 167 726.8 266.4 401.0 3.2 6.2 3.1 2.7 15.7 7.7 5.1 
HG00371 49 65.4 43808755 167 583.4 227.4 332.9 2.1 4.5 2.3 1.9 12.1 5.7 3.7 
HG00383 49 68.2 56151443 167 753.9 284.0 389.0 3.3 6.5 3.2 2.7 16.2 7.6 5.0 
NA06986 50 71.0 44486047 156 553.0 247.7 331.8 2.5 5.6 2.7 2.2 14.4 6.6 4.4 
NA11881 50 69.0 56441403 158 764.9 300.8 417.4 2.2 7.0 3.2 2.5 17.1 7.6 5.0 
NA11892 49 63.9 41992004 167 499.9 250.2 326.0 2.2 6.0 2.7 2.3 14.5 6.5 4.3 
NA18519 50 59.2 41172095 146 533.2 227.8 304.8 2.0 4.6 2.2 1.8 12.2 5.4 3.5 
NA19095 50 65.8 54180620 158 717.0 286.5 411.7 2.6 6.5 3.1 2.5 15.7 7.4 4.8 
NA19235 49 58.6 60709143 169 823.9 320.1 435.0 2.8 6.4 3.2 2.6 16.0 7.6 5.0 
NA20519 50 63.9 62669213 165 800.7 321.4 460.4 4.2 7.6 3.9 3.3 18.9 9.1 6.1 
NA20525 49 63.4 47724675 146 590.6 270.6 385.4 2.4 5.8 2.8 2.4 14.7 6.9 4.5 
NA20527 50 64.8 61186620 169 783.8 308.5 433.0 4.4 7.6 3.8 3.3 18.6 8.9 6.0 
NA20540 50 56.7 37074656 147 455.7 210.6 295.1 2.0 4.5 2.2 1.9 11.2 5.3 3.5 
NA20811 49 66.1 41317494 167 520.6 210.5 302.0 3.1 4.9 2.6 2.2 11.3 5.8 3.9 
NA20826 49 57.9 48257835 158 628.1 269.6 382.7 1.9 5.4 2.6 2.2 13.9 6.4 4.2 
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